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Tokyo University of Science

Center for Faculty Development

Bioinformatics Educational Seminar 2018 Program

9:00-10:30

10:40-12:10

13:10-14:40

14:50-16:20

16:30-18:00

9:00-10:30

10:40-12:10

13:10-14:40

14:50-16:20

10:40-12:10

13:20-16:20

< Lecture Room, Seminar House, Biological Research Area & Terminal Room >

4th Dec.

[Basics of Sequence Analysis]
Satoru Miyazaki, Tokyo Univ. of Science

Genomic Insights to Evolution
Jarrko Salojarvi, Nanyang Technological University, SG

Mathematical Description of Photosynthesis and Foundation of Quantum Computation
Satoshi Iriyama, Tokyo Univ. of Science

Microbial Taxonomy as Seen Through a Genomic (and Metagenomic) Lens
James Cole, Michigan State Univ., USA

The gene regulation through RNA degradation in mammalian cells. (Japanese)
Nobuyoshi Akimitsu, The University of Tokyo

5th Dec.

Mining metadata for meaningful information: The combination of ‘OMICS’ data from different
sources provides novel insights into transcription factor function.
Dierk Wanke, Tiibingen Univ. & Saarland Univ., Germany
The principles of self-organization at the plant shoot apex
Teva Vernoux, University of Lyon, France
Structural Biology of archaeal DNA replication proteins  (Japanese/English)
Takuji Ohyama, Yamanashi Univ., Japan
Viral and host factor relationships which determine host tropisms viral protein
counteraction of host immune system
Toyoyuki Ose, Hokkaido Univ., Japan

6tk Dec.

Adaptation via Optimal Control of Mutation in Artificial and Natural Systems
Roman Belavkin, Middlesex Univ., UK

[Basic of Discovery Studio] <Terminal room 231T>
Tatsuya Nishino, Tadashi Ando, Tokyo Univ. of Science
[Query entry acceptable in advance by CLASS about general of Bioinformatics]

Aim and Subject

The workshop is organized to introduce “Bioinformatics” to the graduated students (including
undergraduate) in our university who are interested in this subject. Those global researchers are
invited as speakers. They will give us basics of their part of bioinformatics research field and also the
latest achievements of their researches. % Registration is not required.

Contact: 6587 (ext.) Miyazaki Laboratory, Faculty of Pharmaceutical Sciences
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